E is globally asymptotically stable. Then, the global stability of the infected equilibrium 1 E is obtained by the method of Lyapunov function.
INTRODUCTION
Human Immunodeficiency Virus and Acquired Immune Deficiency Syndrome (AIDS) have received much attention from the first case of AIDS was diagnosed on December 1st in 1981. It is proven to be valuable in understanding the population dynamics of viral load in vivo with mathematical models. In the last decade, many mathematical models have been developed to describe the infection with Human Immunodeficiency virus (HIV) (see [1] [2] [3] [4] [5] [6] [7] [8] [9] ). Nowak et al. [1, 3] [10] and DeAngelis et al. [11] .
In this paper, we consider a HIV-I model with Beddington-DeAngelis function response as follows:
The biological meanings of these parameters are the similar to those appearing parameters in model (1.1). 
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Now, we begin to study the stabilities of these two equilibria.
Firstly, we begin to study the stability of the uninfected equilibrium 00 ( ,0,0) Ex  . Evaluating the Jacobian matrix of model (1.2) at 0
By simple computations, the characteristic equation is Summarizing the discussion above, we obtained the following conclusion. Then we begin to analysis the stability of infected equilibrium 1 E . Let 
(1 ) 
We got for all 0, 0, 0 
CONCLUSION
In this paper, we have investigated a HIV-I mathematical model with Beddington-DeAngelis function response. According to the Routh-Hurwitz criterion and LaSalle invariance principle, we obtained the following conclusion: 1) when 0 1 R  the uninfected equilibrium 0 E is globally asymptotically stable; 2) when 0 1 R  the infected equilibrium 1 E is globally asymptotically stable.
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